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BE AR S /45T LncRNA DLEU2A % miR-30a-5p/SOX44Z 5 i 343+ 97 £ 5% 4 i &
WA M AT A 0 %0, TIP £ 9% aa e (SK-OV-3. OVCAR-8. A2780. OV90)#AT AR fhik, ik
# SK-OV-3545 2 54 control28. si-NC#L. si-DLEU24E. mimic NCZ1. miR-30a-5p mimicZi.
si-DLEU2+inhibitor NC#2. si-DLEU2+miR-30a-5p inhibitor¢l. qRT-PCRA2# LncRNA DLEU2.
miR-30a-5p. SOX4 mRNA & X /K-F; CCK-87k M) m e 38 78 1 L ; R JR 52 A 4m L 3E 45 H L
Transwell#0) 28 i42: 22 H5 9L ; Hoechst 33258 4 & 44| 4m i, 8 = H5 L ; Western blotik 44 SOX 4%
8 FAA KPS E EER A A B 235457 LncRNA DLEU245 miR-30a-5p. miR-30a-5p5 SOX4
A EAER . 4R BT, SK-OV-35 A EF I L /A8t | miR-30a-5p & ik K-F{%, LncRNA
DLEU2. SOX4 mRNA% A /K-FF 2 (P<0.05); 5 control28vA & si-NCZA bb 4 , si-DLEU248 LncRNA
DLEU2& A KF . SOX4KANKF R mIILH . T4 412 £ 48 ) A%, miR-30a-5p & A K- F=tm
Je A= &9+ % (P<0.05). 4% miR-30a-5p mimic* SK-OV-34m)it.44 %57 55 4 % si-DLEU2AAFR ; 5
si-DLEU2+inhibitor NCZH bb 4%, si-DLEU2+miR-30a-5p inhibitorZf 28 & SOX4 & A K-+ 5, 3874 .
Aol 28 N 4R S, miR-30a-5p/K-F. 408 = R 5K (P<0.05); WK K& BaiE AN & 8, Lo-
cRNA DLEU2 5 miR-30a-5pZ 18] . miR-30a-5p5SOX4Z 18| 2 ¥eé) x & . %4513, FHLncRNA
DLEU2 #if it _EifmiR-30a-5p& ik, 37 HISOXA LA, 74| Ip L& o B A M F AT H .
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The Effect of LncRNA DLEU2 on the Malignant Biological Behavior of Ovarian
Cancer Cells by Regulating the miR-30a-5p/SOX4 Signaling Pathway
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Abstract This study aimed to investigate the effect of LncRNA DLEU2 on the malignant biological
behavior of ovarian cancer cells by regulating the miR-30a-5p/SOX4 signaling pathway. Phenotypic screen-
ing of ovarian cancer cells (SK-OV-3, OVCAR-8, A2780, OV90), ovarian cancer cells SK-OV-3 were selected
and assigned into control group, si-NC group, si-DLEU2 group, mimic NC group, miR-30a-5p mimic group, si-

Wk #A: 2024-10-11 152 H #: 2024-12-02

AL M RIGHHE S 2241 ZF 194) % B RS

*EEVEE . Tel: 15632170838, E-mail: 3025300877@qq.com

Received: October 11, 2024 Accepted: December 2, 2024

This work was supported by Hebei Province Baoding City Plan (Grant No.2241ZF194)
*Corresponding author. Tel: +86-15632170838, E-mail: 3025300877@qq.com


https://cstr.cn/32200.14.cjcb.2025.01.0004

FFH T4 LncRNA DLEU2 7 miR-30a-5p/SOX 45 5 3 i T U S50 21 B S ek 26 W 2447 M (R 52 i) 29

DLEU2+inhibitor NC group, and si-DLEU2+miR-30a-5p inhibitor group. qRT-PCR was applied to detect the
mRNA expression levels of LncRNA DLEU2, miR-30a-5p, and SOX4. CCK-8 method was applied to detect cell
proliferation. Scratch experiment was applied to detect cell migration. Transwell method was applied to detect cell
invasion. Hoechst 33258 staining was applied to detect cell apoptosis. Western blot was applied to detect the expres-
sion level of SOX4 protein. The dual luciferase reporter gene assay was applied to detect the interaction between
LncRNA DLEU2 and miR-30a-5p, and between miR-30a-5p and SOX4. The results showed that compared with
normal human ovarian cells, the expression of LncRNA DLEU2 and SOX4 mRNA in SK-OV-3 increased, while the
expression of miR-30a-5p decreased (P<0.05). Compared with the control group and si-NC group, the expression
of LncRNA DLEU?2, expression of SOX4, the abilities of cell proliferation, migration, and invasion were lower in
SK-OV-3 cells in the si-DLEU2 group, while the expression of miR-30a-5p and apoptosis rate were higher (P<0.05).
The effect of transfecting miR-30a-5p mimic on SK-OV-3 cells was the same as transfecting si-DLEU2. Compared
with the si-DLEU2+inhibitor NC group, the abilities of proliferation, migration, and invasion of SK-OV-3 cells in
si-DLEU2+miR-30a-5p inhibitor group were higher, the expression of SOX4 was higher, and miR-30a-5p expres-
sion and apoptosis rate were lower (P<0.05). The dual luciferase reporter gene experiment showed that LncRNA
DLEU?2 had a targeted relationship with miR-30a-5p, and miR-30a-5p had a targeted relationship with SOX4. In
conclusion, interference with LncRNA DLEU2 may upregulate miR-30a-5p expression, inhibit SOX4 expression,

and suppress the malignant biological behavior of ovarian cancer cells.
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& Jemimic NCJiiAL. miR-30a-5p mimicZd#% 4miR-
30a-5p mimic/Fifi. si-DLEU2+inhibitor NC41L#%
Yt si-DLEU2 5 inhibitor NC/ii#i. si-DLEU2+miR-
30a-5p inhibitorfH 3% 4 si-DLEU2 5 miR-30a-5p
inhibitor/ii Kz, 141 10.3 mg/mLJFikL, Frf s 4eds i
Lipofectamine 20001247 . 12 h)&, K57 FiGEw S
oM & 10%6 4 L7 (fetal bovine serum, FBS)H)
RS IR, BT SR AR A

1.3.2  gRT-gPCRA2| LncRNA DLEU2. miR-30a-5p
F2SOX4 mRNAFAKF  ff F TRIzoli7fH2 B 4t
LS RNA . AR il 32 o (1) -, A3 FH 3 7 S ) 2
£ cDNA. qRT-PCR M {#H SYBR® Green 11412
BER Y AT o PCRIRMLAE L R 46 4F 4T : 95 °C
A 145 min; 95 °CAE1E10 s, 55 °CiB k20 s. 72 °C
FEAH20 s, 40MEH . miR-30a-5pLh U6 S, HA
RNAVLGAPDH NN 2, JEid 22k iH 53k KA X =
kg, FHNE T HE TR,

1.3.3 CCK-8Aamamfeg sa & ot K gerign i
R R 96 LR, % A REAL 6x 104l 1E 24,

48, 72 hilsE 4 H I 3G BE S Ol . BEJS , MRSl
JIA10 uL CCK-83, T-37 °C R E2 h, SR G 7E
AL B 32 H 450 nmid IO (D) -
1.3.4  XJR S 5Ab ) 4m o2 A% 4 L #5310
MR T 6 LMK, /N SH kT H R, IAEA
10% FBSHIDMEM; 7# 3, 5557 24 hjg M 82 5id 5%
ZER . RREAF=[(0 Wi FIRIIR AR 24 hisf f %)
JRIAR)/0 hiJRIIR AR ] 100%
1.3.5 Transwell#n) 28 o4z 224 5L 5 A
Matrigel ) Transwell/)> % 73§ 40 Ml 4% 22 45 00 . K¢
5x 103U I3 Fh T 200 pLJC Mg R b ) b
= (VNE F Matrigel 847, Matrigel/£ DMEMH 1:6
Fike)o ¥ F=EIA 0.6 mL DMEM, 7£37 °C. 5%
COM M T E48 hig, Br/NE BT 240 .
RN RN T 4 °CFA1E 4%22 5 W [ 72
30 min, YEEEiR NS RE LM 15 min, ARG
TR C LG
1.3.6 Hoechst 332584 &.em| s fie A= fdiH]
Hoechst 33258 Y&t i ik F2 25 27 W 22 1A 7 T2 41 .
HHAMFE TR S, PBSERIR3IR, 7E 516 T 4%
S B (3] 5 4 B2 20 miin, Triton X-100% JELi% L2
10 min, & Ji5 Ffl Hoechst 33258 %2 53 = i %4 (4,30 min.
FH R A BT IS A AL, 21 A O Re=(R T4 e By 4
Ji 220> 100%.
1.3.7 Western blot’MSOX4%& & & ia i Mk
PR Eh 22 M RTE Ve A M, RS FH A0 e R 4R LR
EIRIUEEA, BCARG & &, @it SDS-PAGE
SRR R, ¥ E OB PVDFRE, S
7E£4 °CF 5SOX4. GAPDH(FBEE N 1:1 000)—
YU E IS, F TBSTHREAE 3K, SR E MRS — P
(FRREFE1:5 000V E =R FIFE 1 ho (IR0
RIGKFN G R, FHRE R ST E %, GAPDH
TERNZ 5

%1 LncRNADLEU2. miR-30a-5p. SOX4%KN%35|45%!
Table 1 LncRNA DLEU2, miR-30a-5p, SOX4 and internal reference primer sequences

S 4 H LB (5'—3) T —3)

Primer name Upstream primer (5'—3") Downstream primer (5'—3")

LncRNA DLEU2 TTG CTT TCC CAG AAAAGG TG AAT TGC ACT TAG GCCACAC
miR-30a-5p AAA GTG GAATTT GTAGAG A CAG GTA CAG ACG GATATCTTG C
SOX4 ACA GTT TTG TGC CCT CA GGG GTC GAT GCT GTG TTT TG

U6 GGT CGG GCA GGA AAG AGG GC GCT AAT CTT CTC TGT ATC GTT CC

GAPDH GCA AGA GCA CAA GAG GAAGA

ACT GTG AGG AGG GGA GAT TC
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B 9%, A KRR, % LncRNA DLEU2EF 4% (WT).
FAFF (MUT) i bz %% H Al mimic NCJFii. miR-30a-
5p mimic)ii ki, YL SK-OV-341 1 ; SOX4 WT.
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mimic/F K, FLHE YL SK-OV-341/if3, 48 h)a, #E4T W5
2R S I S 56 AR ¢ e RS 1
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BAFAT G b, 2 HEECR R TT Z 04T
P<0.05F R ZERA G E L.
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A2780. OV904H il LncRNA DLEU2H1 SOX4[¥]
mRNA ik /K FFF &, miR-30a-5p7 ik /K F FEAK
(P<0.05), SK-OV-341 s /) LncRNA DLEU2F1S0X4
) mRNAF L 7K P8 1 , miR-30a-5p R IEKFHAIK,
J& 65256 ASK-OV-3 N AF 74 (#2) .
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SpANSOX4EImRNAZRILIKF

5 controlZll. si-NCHLLL#, si-DLEU24141 it
t miR-30a-5p () mRNAZKFJ} 5, LncRNA DLEU2
F1SOX41¥I mRNAZK B (P<0.05); 5 mimic NC41
EL#, miR-30a-5p mimicZH4H g ' miR-30a-5p7/K-F-F
T, SOX47KF-F#A% (P<0.05); 5 si-DLEU2+inhibitor
NCHLEb %%, si-DLEU2+miR-30a-5p inhibitorZ] 4H iy
miR-30a-5p7K - [&A%, SOX4/KF- T+ E1(P<0.05)(#£3)-
2.3 FLASK-OV-34HPEILTE L4

Scontrold . si-NCZLHAR, si-DLEU2ZH 41 1)
DI F#{K (P<0.05); 5 control4l. mimic NC4LIL#,

=2 HUMEZALncRNA DLEU2. miR-30a-5p. SOX4 mRNAZILLLIE
Table 2 Comparison of LncRNA DLEU2, miR-30a-5p, SOX4 mRNA expression in various cell lines

TES

Cell lines LncRNA DLEU2 miR-30a-5p SOX4
IOSES80 1.0440.11 0.99+0.11 1.05+0.11
SK-OV-3 2.96+0.31* 0.32+0.04* 3.04+0.31*
OVCAR-8 2.64+0.28" 0.47+0.05* 2.45+0.25*
A2780 2.69+0.28" 0.39+0.04* 2.21+0.26°
OV90 2.34+0.25° 0.55+0.06" 2.67+0.28*

Fts, n=6; "P<0.05, HIOSESOZH MLt -
X+ts, n=6; ‘P<0.05 compared with IOSES0 cells.

#3 SK-OV-3FLncRNA DLEU2. miR-30a-5p. SOX43iktbE;
Table 3 Comparison of LncRNA DLEU2, miR-30a-5p, SOX4 expression in SK-OV-3

o4l .
Groups LncRNA DLEU2 miR-30a-5p SOX4
Control group 1.03+0.11 1.08+0.12 1.06+0.11
si-NC group 1.05+0.11 1.06+0.11 0.98+0.11
si-DLEU2 group 0.45+0.06™ 2.53+0.27* 0.46+0.05*
mimic NC group 1.03+0.11 1.04+0.11 1.05+0.11
miR-30a-5p mimic group 1.08+0.12 2.48+0.25" 0.44+0.05*
si-DLEU2+inhibitor NC group 0.44+0.05* 2.54+0.27* 0.45+0.05%
si-DLEU2+miR-30a-5p inhibitor group 0.43+0.05 1.02+0.12¢ 0.92+0.11°
F 74.904 98.897 67.166

P 0.000 0.000 0.000

X+s, n=6; *P<0.05, ScontrolZLAILL ; °P<0.05, Hsi-NCZAEL ; °P<0.05, 5 si-DLEU24HAHLL ; ¢P<0.05, 5 mimic NCZLAH L ; ©P<0.05, 5 si-

DLEU2+inhibitor NCZHAH L o

Xts, n=6; “P<0.05 compared with control group; "P<0.05 compared with si-NC group; °P<0.05 compared with si-DLEU2 group; ‘P<0.05 compared
with mimic NC group; °P<0.05 compared with si-DLEU2+inhibitor NC group.
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miR-30a-5p mimicZH 4 il f¥] DIE FEAIC (P<0.05); 5 si-
DLEU2+inhibitor NCZH b5, si-DLEU2+miR-30a-5p
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DLEU2+miR-30a-5p inhibitorZH £ 1 () %19 5 & %
P E(P<0.05)(K1H1RS).
2.5 FLASK-OV-3PEIEELLE

5 controlZH fil si-NC4H L # , si-DLEU24H SK-
OV-341 ¥y 1= N4t i &5 /> (P<0.05); 5 controlZH
Almimic NC4 EL#¢, miR-30a-5p mimicZHSK-OV-341
L P14 N 40 52D (P<0.05); 5 si-DLEU24L . si-
DLEU2-+inhibitor NC# HE%%, si-DLEU2+miR-30a-5p

inhibitorZH SK-OV-3 41 il ()45 A\ 41 i 5 11 (P<0.05)
(EI2H1%£6).
2.6 &BLHSK-OV-3ZRAUETLLES

5 control 0 fl si-NCZH 40 iy LL #5 , si-DLEU2
YR TS % BT (P<0.05); 5 mimic NCALEL#L,
miR-30a-5p mimicHZH LA T2 EF+(P<0.05); 5
si-DLEU2+inhibitor NCA b %%, si-DLEU2+miR-
30a-5p inhibitorZL 41 B IH T2 T % (P<0.05) (Kl 371
£7).
2.7 £LESK-OV-34REHSOX4ERFTIE

5 controlZH Fl si-NC4H Eb ¢ , si-DLEU24H 41 /i
SOX4 % [ KIEKTF-/P (P<0.05); Smimic NC4LLL
&, miR-30a-5p mimicZH 4 il SOX4E [ 31K 7K Tk
/I (P<0.05). 5 si-DLEU2+inhibitor NCZLAH Lt , si-
DLEU2+miR-30a-5p inhibitorZL 4l il SOX4 K 4 % 1A
KP4 (P<0.05) (4 F148)

F4 FASK-OV-34RIETE L5
Table 4 Comparison of SK-OV-3 cells proliferation in each group

A Diso

Groups 24h 48h 72h
Control group 1.21+0.13 1.57+0.17 1.95+0.21
si-NC group 1.18+0.13 1.54+0.16 1.94+0.20
si-DLEU2 group 0.86+0.10™ 1.18+0.12 1.56+0.17"
mimic NC group 1.20+0.14 1.55+0.16 1.96+0.21
miR-30a-5p mimic group 0.84+0.09* 1.15+0.12 1.53+0.16*
si-DLEU2+inhibitor NC group 0.85+0.09" 1.17+0.12® 1.51£0.16®
si-DLEU2+miR-30a-5p inhibitor group 1.09+0.12¢ 1.48+0.15% 1.87+0.19%
F 13.757 11.405 7.905

P 0.000 0.000 0.000

X+s, n=6; *P<0.05, Scontrol LM LL ; °P<0.05, Hsi-NCALM L ; °P<0.05, 5 si-DLEU2ZHAHLL ; ¢P<0.05, 5 mimic NCZHLAHLL ; <P<0.05, 5 si-

DLEU2+inhibitor NCZHLAHEE

Xts, n=6; “P<0.05 compared with control group; *P<0.05 compared with si-NC group; °P<0.05 compared with si-DLEU2 group; ‘P<0.05 compared

with mimic NC group; °P<0.05 compared with si-DLEU2+inhibitor NC group.

Oh

24 h

Control si-NC

mimic NC

si-DLEU2

miR-30a-5p si-DLEU2
mimic +inhibitor NC +miR-30a-5p
inhibitor

Ell XREALERNZESK-OV-34TRBIF R
Fig.1 Migration of SK-OV-3 cells in each group detected by scratch healing experiment
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%5 BLESK-OV-3ZERITRBLLE
Table 5 Comparison of SK-OV-3 cell migration in each group

Zath KR EEH/%
Groups Scratch healing rate /%
Control group 48.36+4.92
si-NC group 49.14+4.97
si-DLEU2 group 27.89+2.82%
mimic NC group 48.52+4.87
miR-30a-5p mimic group 28.58+2.91
si-DLEU2+inhibitor NC group 27.68+2.79%
si-DLEU2+miR-30a-5p inhibitor group 44.53+4.52¢
F 40.079

P 0.000

xts, n=6; *P<0.05, Hcontrol4L# Lk ; °P<0.05, Ssi-NCAIAHLL ; °P<0.05, 55 si-DLEU24LAHLL ; “P<0.05, 5 mimic NCAIAHLL ; °P<0.05, 5 si-
DLEU2+inhibitor NC414H EL .«

X5, n=6; “P<0.05 compared with control group; "P<0.05 compared with si-NC group; ‘P<0.05 compared with si-DLEU2 group; ‘P<0.05 compared
with mimic NC group; °P<0.05 compared with si-DLEU2+inhibitor NC group.

Control si-NC si-DLEU2 mimic NC miR-30a-5p si-DLEU2 si-DLEU2
mimic +inhibitor NC +miR-30a-5p
inhibitor

El2 Transwell/NZE#NZLHSK-OV-3AIAREIFR
Fig.2 Transwell chamber detection of SK-OV-3 cell invasion in each group

*6 SLASK-OV-3MAIRZELLE
Table 6 Comparison of SK-OV-3 cell invasion in each group

Y L
Groups Number of invading cells
Control group 96.49+9.82

si-NC group 95.78+9.76

si-DLEU2 group 58.26+4.93®

mimic NC group 97.1849.92

miR-30a-5p mimic group 56.78+4.74"
si-DLEU2+inhibitor NC group 57.2244.85™
si-DLEU2+miR-30a-5p inhibitor group 89.25+8.97¢

F 38.437

P 0.000

X+s, n=6; *P<0.05, HcontrolZHAH L ; *P<0.05, Lsi-NCZLMALL ; ©P<0.05, 55 si-DLEU24LAHLL ; P<0.05, 5 mimic NCZLAALL ; ©P<0.05, 5 si-
DLEU2-+inhibitor NCZEAH Eb .«

Xts, n=6; “P<0.05 compared with control group; *P<0.05 compared with si-NC group; °P<0.05 compared with si-DLEU2 group; ‘P<0.05 compared
with mimic NC group; °P<0.05 compared with si-DLEU2+inhibitor NC group.

2.8 LncRNA DLEU2 5 miR-30a-5p. miR-30a- £ HAME G X RMRIIFG H, SLncRNA
S5p5SOX4HE X & DLEU2 MUT#lmimic NCH:#% Je Lt #5, FH LncRNA

W 5FIE 67, StarbaseZ> T f7x LncRNA  DLEU2 WTAI miR-30a-5p mimic ) 5% ) 2 B 4 B
DLEU2 5miR-30a-5p. miR-30a-5p 5 SOX4(1) 5 511§ K (P<0.05)(329); 5 SOX4 MUTHImimic NCHE
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Control si-NC si-DLEU2 mimic NC miRSOa—Sp si-DLEU2 si-DLEU2
mimic +inhibitor NC +miR-30a-5p
B3 Hoechst 332585 f2 45 4B SK-OV-3 LA -1 mhibiter
Fig.3 Hoechst 33258 staining to detect apoptosis of SK-OV-3 cells in each group
%7 BLESK-OV-34AUAT ELE
Table 7 Comparison of SK-OV-3 cell apoptosis in each group

Pail NI T3/ %
Groups Cell apoptosis rate /%
Control group 4.97+0.52
si-NC group 5.14+0.57
si-DLEU2 group 23.37+£2.41®
mimic NC group 4.1240.43

miR-30a-5p mimic group
si-DLEU2+inhibitor NC group
si-DLEU2+miR-30a-5p inhibitor group
F

P

22.73+2.32
21.98+2.26™

7.56+0.78%
204.766
0.000

X+s, n=6; *P<0.05, Scontrol ALl ; °P<0.05, Hsi-NCAHAMLL ; °P<0.05, 5 si-DLEU2ZHAALL ; P<0.05, 5 mimic NCZHAALL ; <P<0.05, 5 si-

DLEU2+inhibitor NCZAH L

X5, n=6; “P<0.05 compared with control group; "P<0.05 compared with si-NC group; ‘P<0.05 compared with si-DLEU2 group; ‘P<0.05 compared
with mimic NC group; °P<0.05 compared with si-DLEU2+inhibitor NC group.

SONG w— oy -~ a— o e n—

GAPDH s <D T T 4> T T

A B C

D E F G

A: control4l; B: si-NC#41; C: si-DLEU241; D: mimic NC#; E: miR-30a-5p mimic#l; F: si-DLEU2+inhibitor NC41; G: si-DLEU2+miR-30a-5p in-

hibitor4 .

A: control group; B: si-NC group; C: si-DLEU2 group; D: mimic NC group; E: miR-30a-5p mimic group; F: si-DLEU2+inhibitor NC group; G: si-

DLEU2+miR-30a-5p inhibitor group.

[El4 Western blot&ill & £ASK-OV-34HfISOX4FIGAPDHM E B RIXE N
Fig.4 Western blot detection of protein expression of SOX4 and GAPDH in SK-OV-3 cells in each group

AR, SOX4 MUTHImiR-30a-5p mimicH4% ()7
I B 2 PR R(P<0.05)(F210)

3 iTig

B 2 E A RRE R 2 —, R AT
PERREHICAET IO R AR . bl 5= A 2
JHRT ST i, B SR AR TSR, TR AR 20,
ST M2 P I6 7 O S B | (TR 25 AR A
ST ORI R EAR 0N, Ak, O S R SR
A S LSRR T2 M S5 R 0,

W L 3 0 B TR L R 204 1.2% F T 4 G 4R

JoT, DR HS J3 DR 0 I T 3 i i 4% o At Rl 2 A
RNA. R KA. FFHIFTIEE, ncRNAZ NAH
FIE 2K, Hob 5% 25 4 102 LncRNAFI miRNA. Ln-
cRNAK L 200X H R, v ARIEZSPEN
JEE RNA(ceRNA)IEH , 183 5 miRNATE 5+ 25
B SR T B R R SRk, 5 iR e 5 D) A O 1
LncRNA DLEU2/ 15 ERFA T 135 44 ik b,
DLEU2 LK 9wt 282 MR H R AR, SAEfFH
fih AR RS RNATE [F] Y57 U5, DLEU2 A {4 ceRNA
I LI 5 miR-496/PRKACBZR A K INTE N K S PEE
RA MR, HIbE AR ERL N, 5
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*8 BLASK-OV-34AHSOX4E B RIAKF LA
Table 8 Comparison of SOX4 protein expression levels in SK-OV-3 cells in each group

Ny
(]}Jroips SOX4
Control group 0.99+0.11
si-NC group 1.0540.11
si-DLEU2 group 0.72+0.08*
mimic NC group 1.03+0.11
miR-30a-5p mimic group 0.69+0.07*
si-DLEU2+inhibitor NC group 0.71+0.08"
si-DLEU2+miR-30a-5p inhibitor group 0.96+0.11*
F 16.995

P 0.000

X+s, n=6; *P<0.05, ScontrolZLAHtL ; °P<0.05, 5si-NCZLAHEL ; °P<0.05, 5 si-DLEU2ZHAHLEL ; ¢P<0.05, 5 mimic NCZLAHEL ; ©P<0.05, 5 si-
DLEU2+inhibitor NCZLH L .

X+s, n=6; “P<0.05 compared with control group; *P<0.05 compared with si-NC group; °P<0.05 compared with si-DLEU2 group; ‘P<0.05 compared
with mimic NC group; °P<0.05 compared with si-DLEU2+inhibitor NC group.

miR-30a-5p 5" UUAUGUUCUUACUUUGUUUACU 3’

DLEU2 3" GAAGGUCAGCUCCUACAAAUGU 5’
[E5 LncRNA DLEU25miR-30a-5p#E[a145 & i s 70
Fig.5 Prediction of target binding sites of LncRNA DLEU2 and miR-30a-5p

miR-30a-5p 5’ CCCUAAUUUCUCCAUGUUUACA 3’

S0X4 3 GAAGGUCAGCUCCUACAAAUGU 5’
El6 miR-30a-5p 5SOX4ERE)LE &1L S Tl
Fig.6 Prediction of target binding sites of miR-30a-5p and SOX4

#9 LncRNA DLEU25miR-30a-5p B REGTE M ML R
Table 9 Results of dual luciferase activity detection of LncRNADLEU2 and miR-30a-5p

gl
Groups LncRNA DLEU2 WT LncRNA DLEU2 MUT
mimic NC 1.05+0.11 1.04+0.11
miR-30a-5p mimic 0.46+0.05 1.06+0.12
t 11.961 0.301
P 0.000 0.770
X=£s, n=6.
10 miR-30a-5p 5SOXAN LA REGE ML R
Table 10 Results of dual luciferase activity detection of miR-30a-5p and SOX4
éGifips SOX4 WT SOX4 MUT
mimic NC 1.02+0.11 1.01+0.12
miR-30a-5p mimic 0.47+0.05 1.07+0.11
t 11.150 0.903
P 0.000 0.883

Xts, n=6.
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HiE 4R, DLEU2KIA i, mif DLEU2 AT s e
SRR ARG BE , TEARAIN S BRI TR0 4 P B
T E GyMBA, EAR A0 IR A4 U7, miR-30-5pJ&
T miR-30ZK %, I8 7 i I8 1 G AN 2 A% SR ) i
Jo R FE , AE 3 20 L P OE R A TR, R — R s
BRI, AEYME B A TN, miR-30a-5pi&
5 b R O S A DS IR AX AL (K T, miR-30a-5p7E
B 559 28 ZLRN ISR 25 240 P 2R P . B RRIA , miR-
30a-5pid 3 n ] B S Ja 240 M 2% 14 AT SR A5 AR
i 2514 20, [Al, ASHF7E % LncRNA DLEU2 AT miR-
30a-Sp#HATIR L, KILTHE LncRNA DLEU2KIA 5,
SK-O V-3l i [f) miR-30a-5p R i& /K F- Tt 51, 4 i i
TORPEE, M. TR ZEEE ) R K i RIA
miR-30a-5pXt SK-OV-341 i () /F 1 5 T3 LncRNA
DLEU2E A A ; T4t LncRNA DLEU2 [ i 4171 il
miR-30a-5pF A 1] LL¥ 4% LncRNA DLEU23IA FRIK
X SK-O V-3 (1) 520 5 XU G 3R B P 45 AL
LncRNA DLEU2 5 miR-30a-5p B A #[1) % % ; 21
T4t LncRNA DLEU2 AJ i i #1 17] $2 55 miR-30a-5p3&
ik, W0 OP AN RIS . T 1228, (R HELE
T,

SOX4je — M b T K & #3H¥, v+
HHRFTE . . HARAK B UK Z TR E &%,
BWHEPI3K. Wt TGFB5 54 § 21, SOX4E K%
BOBAE R o 228 3108, TE AR/ A i, miR-
30a-Sp il AT 48 58 SOX4ZLIE , {3kl /N4 i fioes 6
H Gy R TR AR, B S SOX4RIA
A DU 20 A 8 5 Y. SOX4 /2 miR-2053 78 B HL9
HHIRE A, O SRR A R SOX4 B, HR A 5 miR-
20537KF 2K, i RIASOX42 M5HmIR-2053 4]
750 51 D 1 DN 5398 41 AR 4 22 AT AR P R
AT 5 8 I X7 ' 2 Tl A ik DN S e ik — AP AR T
miR-30a-5p5 SOX4IAHEAEH , &I miR-30a-5p5
SOX4AFAERE M K R ; £ qRT-PCRAI WBSLIG 45 5
RIL, miR-30a-5pid LB SOX4[H) mRNAM & H
KL, FAKSK-OV-341iuslisi . ITB &R ), $&
AN T % miR-30a-5pRik g NI, SOX4[)
mRNAFIEE [ RIEKV I, Aig5HE. T# MR
ZEhe 4, A TR G X R P miR-30a-5pA]
RE I I A 1] SOXAZR 1K K AN P S 40 f g Al . iT
AR ZE, e .

2 FRTIAR , LncRNA DLEU2ZE U 559 2 o v 755

Fik, A]REE I I T miR-30a-5p/SOX 415 5 14 5p 5
TG T TR AW N2
YRS A2 b br SR U TR R B, oA
P SR IT SRt TR AL A, AR A TE T AR EAT
RN SN, 58— BT o,
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