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Abstract RNA (ribonucleic acid) is one of the three core molecules of the “Central Dogma” in life sci-
ences. Studies on how RNA molecules regulate cell activities have become one of the most rapidly developing
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RNA field. Based on the discussion of the “Frontiers and Challenges of RNA Research” at the 337th Shuang Qing

Forum of the National Natural Science Foundation of China, this review analyses the history of RNA research and

the important position of RNA study in the biotechnology revolution, elaborates on the scientific value and strategic

significance of RNA research, as well as the main progress and important achievements of RNA research in China.

Finally, key scientific issues and research directions that need to be urgently addressed and deployed by the Natural

Science Foundation of China in this field over the next 5-10 years are proposed, as well as policy recommendations

for promoting the revolutionary development of RNA basic and applied basic research.
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