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The Effect of IncRNA PSMA3-ASI1 on the Proliferation, Migration and Invasion
of Liver Cancer Hep3B Cells Through Targeted Regulation of miR-627-3p
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Abstract This study aimed to investigate the effects of IncRNA PSMA3-AS1 on the proliferation, migra-
tion and invasion of liver cancer cells and its possible mechanism. The expression levels of IncRNA PSMA3-AS1
and miR-627-3p in liver cancer tissues, paracancerous tissues and normal human liver epithelial cells THLE-3, hu-
man liver cancer cells MHCC97H, Hep3B and SK-HEP-1 were detected by qRT-PCR. si-NC, si-IncRNA PSMA3-
AS1, miR-NC and miR-627-3p mimics were transfected into Hep3B cells, respectively. si-IncRNA PSMA3-AS1
and anti-miR-NC, as well as si-IncRNA PSMA3-AS1 and anti-miR-627-3p were co-transfected into Hep3B cells.
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The targeting relationship between IncRNA PSMA3-AS1 and miR-627-3p were detected by dual-luciferase reporter
assay. Cell proliferation was detected by MTT assay, cell clonal formation was detected by plate colony forma-
tion assay, and cell migration and invasion were detected by Transwell assay. The expression levels of MMP2 and
MMP9 proteins were detected by Western blot. The results of qRT-PCR assay showed that compared with paracan-
cerous tissues, the expression of IncRNA PSMA3-AS1 in liver cancer tissues was increased (P<0.05), while the ex-
pression of miR-627-3p was decreased (P<0.05). Compared with THLE-3 cells, the expression of IncRNA PSMA3-
AS1 in MHCC97H, Hep3B and SK-HEP-1 cells was increased (P<0.05), while the expression of miR-627-3p was
decreased (P<0.05). The results of dual-luciferase reporter assay showed that IncRNA PSMA3-ASI1 could target
and bind miR-627-3p. The results of MTT assay, plate colony formation assay, Transwell assay and Western blot
assay showed that the cell viability and the protein levels of MMP2 and MMP9 were decreased after transfection
of si-IncRNA PSMA3-AS1 or miR-627-3p mimics (P<0.05), and the number of colony formation, migration and
invasion cells was decreased (P<0.05). The results of MTT assay, plate colony formation assay, Transwell assay
and Western blot assay showed that co-transfection of si-IncRNA PSMA3-AS1 and anti-miR-627-3p could restore
the inhibitory effects of transfected si-lncRNA PSMA3-AS1 on Hep3B cell proliferation, clone formation, migra-

tion and invasion. Interfering the expression of IncRNA PSMA3-AS1 can attenuate the proliferation, clonogenesis,

migration and invasion of liver cancer cells by targeting miR-627-3p expression.
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Fig.1 Expression of IncRNA PSMA3-AS1 and miR-627-3p in liver cancer patients
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Fig.2 Expression of IncRNA PSMA3-AS1 and miR-627-3p in liver cancer cell lines
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Fig.3 The binding sites between IncRNA PSMA3-AS1 and miR-627-3p were predicted by LncBase Predicted v.2
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Fig.4 IncRNA PSMA3-ASI1 targeted and regulated the expression of miR-627-3p



\

812 BB -

SEOG A BRI AN A . ORI A TR MR R 2.5 E3%RIAmiR-627-3piHIF#E Hep3 B4 1
71, G5 IER, si-IncRNA PSMA3-ASTZH4HHEIE /7. 7 E, TRBMRE

FETE R, 1T A= 22 4 EIC T si-NC41. NC4, KHMTTIE . P BT i S5 5 Transwell
MMP2. MMPOZE 17K T4 2 E KT si-NCZL. NC41L SIS Ay BRI 4H 3G B . SRR R TR KR 2B
(P<0.05, F5). Bely, 45 RN, miR-627-3p L4 fiE f1. TolE I
%\
() (B) (©) e
0 NC &~
= si-NC YS
= B si-IncRNA PSMA3-AS1
< 19 1.0 < .,%Q o
2 . <~ & >
E=]
7 EZ06
5 5
2 T8 2 R S
Q%
\ad
&
A
%\
(D) & NC (E) (F)
- si-NC .
- si-LncRNA PSMA3-AS1 NC si-NC si-IncRNA
s 150- PSMA3-AS1
10 ]* '§100-
Q z
0.5 2 501
Q
0 T v T ;7 0
0 24 48 T2
Time /h
© (H) si-NC si-IncRNA PSMA3-AS1
I NC
3 si-NC
BN si-IncRNA PSMA3-AS1 -
4001 K
& 3004 =
£
Z 200
S 100
5
0 ; 'z
& 5 % :
@“%% 2y $ & &3,

A: QRT-PCREZJMIIncRNA PSMA3-AS 15 Y445 5 B, C: Western BlothrlIMMP2, MMPYZE [ [{15214; D: IS, By Fr 40050 b 52565 G
H: Transwell i A IRUIT A R 8. #P<0.05, S5si-NCALLEL .
A: qRT-PCR was used to detect the results of IncRNA PSMA3-AS| transfection; B,C: Western blot was used to detect the expression of MMP2 and
MMP9 protein; D: cell proliferation activity; E,F: cell cloning experiment; G,H: Transwell was used to detect cell migration and invasion. *P<0.05
compared with si-NC group.
&5 {KFiXIncRNA PSMA3-AS13HIATEEHep3BLHREIEIE . TR FRE
Fig.5 Low expression of IncRNA PSMA3-AS1 inhibited the proliferation, migration and invasion of liver cancer Hep3B cells
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Fig.6 High expression of miR-627-3p inhibited the proliferation, migration and invasion of liver cancer Hep3B cells
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