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Abstract

that compared with the normal tissues, the expression of these splices in tumor tissues, such as lung cancer and

RBMBG6 is a type of RNA binding protein with five splice variants. Previous researchs have found

breast cancer, has significantly changed. However, their function is still unclear. Besides, more and more studies
have shown that RBM6 may be considered as an important regulator in tumor progression. This review summarizes
the research progress of RBM6 from three aspects: gene and protein structure, mechanisms, and the relationship
with diseases.
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4E & 3L ¥ (RNA-binding motif, RBM) LA} #% 25 [ 3
J¥(ribonucleoprotein motif, RNP)™, It 4F 1A 75 WK,
RBMGIY) 55 B AR B Y] 77 105 — S99 1) K
AR R YIA OG . ARSCHRBMG6 R AH A 7Lk
HATLEIR T

1 RBM6HIERESERLM
1.1 RBM6EREM LIS ELL

19994F , RBM6H DRABKINZS 1 i 5 7. 77, [
/NG it A B2 [X 3p21.3 90 B 15 38, 1l e e O
W ANY-LU-12, iZFE R 4K 21137 Kb, 204 4
BTR2ANNE THKR® . RBM65RBMSHKIAHAL,
FEEUT IR, P TR IR T 51T 30% 1 R 1, 4
I RBMGTT g5 RBMS )3 N A ) A E e A2 0 R
o A M A B R AT A T S R T A R TR e e
SR ZE R, e oAk 3p21. 347 S AT E S — R i
Jed P 2 AT R o7 1O, BN RBMGAE A i Hh vl g 4%
P9 E R A
1.2 RBM6RIRI LA R FRIA

1EHAZ AN, FHDNA% KM K [ pre-mRNA (/i
RRNA) 7 22 By 42 9 & 7 A4 a7 45 n T 2
A HEN A IRNA, T pre-mRNATELEA 1E—Fh BT
775, Rk, R R n] RE A AN R RN A ] AZ BY
Ak . 4R SCHRIRE, RBM6AT SFh ] AR BT a4k, 01
Bt 7w, 43 & 8 42 ARBM6A . RBM6B. RBM6C.
RBM6DHIRBMO6AS®,  Jiitidig o A7 7F LA b SHPBY 244
P2 IEH FUBR LS. LR 41 20 DA K 7L i 41 i &
MDA-MB-231+ 1 17 fERBM6AFIRBM6AS i Fift B
ek, HRBMOABTEATE FL M 20 21 [ R 1A /K7

B T AR IE R LR 4,

1.2.1 RBM6A RBMG6A & 20N B 7, &
RBM 6% 5 A1) £ E# A7 T (B 1), DRAB-
KIN®J HOTFILDER % "] F Northern blot4>#7
RIN, RBMOA ¥ 5 A 14 = B A8 A AN [R] 2 23
A ZSM, fERAR. keSS RS A g i = 5
s, fEONE. R E R L R, BRI
Jf H i o G A AR P R = B R B, PR BT
RBMO6A 1] (X T4 A FURLZH B 1) 704k e D g B
HEEH.

1.2.2 RBM6B ¥ 5% X RBM6B & 78 B % 14
RBM6AF 411 145 nthbdfi A —4>208 bpsh i 11
BUREAR .t TAAN T A A N, S U6 1R T8 ] 1A
(open reading frame, ORF)# $T L, B & LIEIEHE
(RS aa %0 T AUGK GG , (HAERE N IS BT R
LT RV AR (P R BT AA 7 A, % B A LE it e 2
i T

1.2.3 RBM6CA"RBM6D 5 EI#:/ARBM6BAHALL,
B 324K RBM6C F1 RBM6D )7 B /& RBM6A ¥ 51|
(1) 145 nthbifi NSNS T U, RBMOC I3 Fr
B E WA R IR A M E T, 4364 bp; 11 RBM6D
RS H A —ANK 137 bpfI4h a7, IXEAME T
(I3d B T JE 461 ORF, S ELRBM6D 55 i e
KHUTRIX,

124 RBM6AS  #3KRBM6ASHIcDNA R HIH;
SiRE NgL6, ZBT ARG T 55 AMNE . TIMMER
ST T R I, RBMOASTE IE il 2R . ity 41 27
LA S fiti e 40 B Hh 304 R, (H L AE IE 5 il 40 A 1)
KL & T A. 534, GURESEVIHTTE A 3,

RBM6A £>_IIIII---II-I-_L

RBM6B i%_lll_“l.-_-h
P

RBM6C '—- [T}
364 bp

RBM6D dﬂID_IIII_--_-—--

137 bp

RBM6AS _II":I_--I_--I—_

Som

« ["= Initiation of translation; ?: Termination of translation; W = Insertion site; --- = Connection;

. =Deletion; JJill = Exon; orE=or[[lll = Insert fragment

Ell RBM6EIIZIFREE(RIESE I 1111220
Fig.1 Schematic diagram of RBM6 spliceosome (modified from reference [11])
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W RG=Arginine-Glycine-Glycine box; ' RRM=RNA recognition motif; ll ZnF=Zinc finger;

BNLS=Nuclear localization signals; JOCRE=0OCtamer REpeat domain; iG-patch=Glycine patch

E2 RBM6ZEHBZEMNEE
Fig.2 Schematic diagram of RBM6 protein structure

NY-LU-123R 1K ) B 153 1 B % 5% ARRBM6A ) 3 3
PR R A R B RIS PR . X R IR
B, RBMO6AS A] R 5 it i1 & A6 B AH G

12.5 RBM6-RBMS#&45%4  WANG . [F] 3
RILT 3MRBM6-RBMS ik & 54 54, {H 354N g it i
G, TE MR R A RN A R i AN R A7 7 22 7 5 5
T L% A 3 S 0 1 =F 15 5 7L T e 988 1) K /N B2 TE AR
5%, X HERRBM6-RBMS fik & 1% 5% 1] g /& — Fhig {F
(1B 98 o AUAR W

1.3 RBM6ZEHRREMNFTIE

RBMG6HE R B AR SPIRNAK, S BT 2 5, HIF
JERp PG AR RE B IR B O HURFE AR The. T
U187 $5 ARBM6CHIRBM6D, H1 T4 4h Fi BX 48 A
15 W 3 50 P2 AR K ITUTRIX,, 5 80U S8 A 1 M
PRI RS2 BH., 2 AR PRSI AS 215065 R 2

Y ARBMOA ) cDNAK 43 591 bp, ORF(nt
102-3 470)4wh% 1 1234 SRR I 1 B A
4y ¥ BB N 129 kDal”'. mRNA 5754 KA 101 bp
FIUTRIX, 3554 K& A 129 bpAJUTRIX . RBM6A
SENLIEAAZ R ), ZE A S H 5 RNARIE A pre-
RNA B 2 T B8 AH OC 147 8 25 M8, an s 2o, £
R AR - H 2R - H 2% 57 5 RGHL T (arginine-
glycine-glycine box). RRM. %¥45 %51 (zine finger,
ZnF). 1€ 7155 (nuclear localization signals, NLS).
J\EAKE K [X (octamer repeat domain, OCRE) A1 H &
2 X (Glycine patch, G-patch)!™,
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FUITINRER M E AT, SRBM6AA[F 12,
RBMO6B NH,dii A FH 6912 J: R 5% J= 21 i (115 5 ik
FEHI0,

BY B ARBMOASH T-5'5 4 i F [ B 2k, S 8L
ORFI{(AR, BT FEHR AT 28 11, AR gmit i 1 8 (1
RAE 520N, 718 KZ1859 kDal™.
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HEATH!" 75 7 RBM6TE AP T ik B RE4H i
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PG o5 (8] UKL ZR B (X ; RBM6FERH RNA SR S 1T
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Il RBM6 T N-3ii; 2 A4 285 A 380t & IR A% P9 0 o A&
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RBM6#1 RBM 107 fitifi 40 i 1 45 5 I #E RNA, K I
X = HB8 5 NUMBE R I RNASE &0 AR, il
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o

DUANZE USR] F i 1% R 43 i S8 5 2 SRR,
R B R BRRE AR L, e B 3 1 A i
RBM6H I 2,665, G ik 4 Rh R, i
FE 2 RBM6 Wi 3 ik, $27~RBM6 AT fie HH i i
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RBM 67 i 2H 23 v [ 38 0k i T 5 FLTC R 1) 9 55 41
41, 55 558 TR R 2 SURN e g (1 32 v B 52 TEAH K
RBMG6 1 3535 15 45 B i 238 1A R TS A%
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EGFR). 404~ 2 I (extracellular regulated
protein kinases, ERK) AR 1L I 4H i 2118 5 2 93
1 (phospho-Erk, p-ERK)TEAK PN 4RI IE K, 1E
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3.2 RBM65 H b fmaItE K 5%
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B2 PN B2, 5 AR AT, D90 N . 1A TR
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RILNIG RBM6 1) 3R IA /K5 75 d 2 835 fUpH G .
BE—2, ABATT BN BT A K22 RBM6 Rk 7K
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5, XLyl BT 1) 40 B 7T SR AL S RRM K
RNPIAZ 07 518 X $8 7R 4 BY 4 (1) 7= o] R AT
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LA 70 4R IE £ A RBME (1, W1 RBM4.
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e B AE S FLBR L S R IA A 22 5 1Y, RBM6AS
I THREIE B FHR AW 7T . BhAh, BUA FIRF 5B,
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0% FIRNALS & 8 A 1 R IAB EFas /5 HIJ# T2 3d



442

e kAT AR, RBM3FIRBMSHS #iE & 5
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