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The Feature, Biosynthesis and Main Function of Circular RNAs
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Abstract
liner RNA, characterized by the presence of a covalent bond linking the 3" and 5’ ends generated by backsplicing.

The circular RNAs (circRNAs) are a class of non coding RNA which are different from the

The circRNAs mainly arise from exons or introns, and differentially generated by backsplicing or lariat introns.
CircRNAs are widely existed in all kinds of organisms, and they are abundant, conserved and stable. These features
confer numerous functions to circRNAs, such as acting as microRNA sponges, binding to RNA-associated proteins
to form RNA-protein complexes and regulating gene transcirption. The present article reviewed the latest reports,
and explained the feature, biosynthesis and functions of the circRNAs.

Keywords  circRNAs; feature; biosynthesis; function
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Fig.1 Formation of the exonic circRNAs (modified from reference [14])
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Fig.2 Formation of the intronic circRNAs (modified from reference [14])
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Fig.3 The main funcations of circRNAs (modified from reference [38])
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