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Abstract Ageing is regulated by multiple signaling pathways. In metazoan, these longevity signals are
transduced intracellularly and intercellularly as well. This review is to summarize the mechanisms underlying the
transduction of longevity signals across tissues, with the examples of several longevity pathways.
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Diagrams depicting the inter-tissue transduction of Insulin/IGF signaling (A), germline signaling (B) and mitochondria signaling (C).
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Fig.1 Diagrams depicting the inter-tissue transduction of three longevity signaling pathways
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