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Table 1 Primers used in this study

Primer Sequence of the primer(5'-3") Restriction site Plasmid
Pl TTGG AATTCCCGGCGAGGAATAGGA EcoRI pGEX-5x
P2 TAACCG CTCGAGCTGCCTCAGGAAGAGTTC Xhol

P1 TTGG AATTCCCGGCGAGGAATAGGA EcoRI pEGFP
P3 CCGGCT CTAGAGGAGCAGGGAGCGTC Xbal
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Fig.1 Characterization of pGEX-5x-147 and pEGFP-147
1: GEX-5x-147; 2: pEGFP-147; 3: pGEX-5x-147 digested with
EcoR1/Xhol ; 4: pEGFP-147 digested with EcoRl/Xbal; M: DNA
marker DL2000.
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Fig.2 The sequence comparison of cloned cd147 gene with hcd147gene (AB085790)
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Abstract
associated with tumor cell invasion and metastasis. In order to investigate the role of CD147 on large colonic

CD147, which stimulates nearby fibroblasts to synthesize matrix metalloproteinases (MMPs), is

cancer, human cd147 gene was obtained from a normal individual by using RT-PCR, and was sequenced. One
synonymic substitution and one nonsynonymic substitution were found in this gene. The nonsynonymic substitu-
tion C634T leads to a amino acid change (L212F), which located in the transmembrane region of CD147. The
bacterial and mammalian expression vectors of CD147 were constructed and cloned into E. coli BL-21 and CCL229
cells to induce expression of CD147, respectively. The results showed that the CD147 from BL-21/147 has a less
molecular weight than from CCL229, suggesting the lack of glycosylation in CD147. The expression of CD147 was
detected on the surface of CCL229/147 by using fluorescence microscope. The CD147 purified from CCL229/147
appeared to induce the production of MMPs in fibroblasts strongly, but that from BL-21/147 doesn’t. Those results
suggest that glycosylation may play a key role on the activity of CD147 to-strmulate the expression of MMPs, and
the mutation L212F does not influence the membrane location and activity of CD147 in CCL229.
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