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£oBl4E B (FQ-RT-PCR) 7 ik 44 ) 18 418U, 27 4 B oM 377 B3¢ & (BPH) & & F= 15 #1375 B2 7%

(PCa) &£ A1 5| 2042 #) PCA3 mRNA. AMACR mRNA #2 PSA mRNA #) & XA,

R AL

A FIBLE 18 B4R A F 3 R4 2] PCA3 mRNA # 43k, RE J6#48(13~17 . 18~21 A, 22~25
JA)*F PSA mRNA A& K43t 3 £ 5% (P>0.05), 13~17 485 18~21 A4a. 13~17 A48 5 22~25
489 AMACR mRNA 42 # 4 23 M £ F(P<0.05), 18~21 Fl48 5 22~25 |41 AMACR mRNA &%
FthitF £ F(P>0.05). F6IUATFI M4, BPH £24= PCa 28 % #9 AMACR mRNA #= PSA mRNA 4%
B, BEFH%ITFEL(P<0.05). PCA3 AR EEEL T RRIA, L7 E R
X, T PCA3 KB TH R A MIIRAT B L LM T2 AT EE,. - AMACR F= PSA X B £ &

BELRLA P R, RRALA T IRAT 8 K A 0 1L R A,
PCA3; fi5)L; Hi5Uli%; AMACR; PSA

KEia

H a0, A5 DR 32 (PCAS) BN N & et
AT B R e DY, AR RIS e A R b s Rk,
e R AT S R R PR RIA A RE, BAERTFIR L
SR 23N R P AR, $878 PCA3 BRI TE
MR ERE. RELEFEEZENEN.
I, EE R HAEA RN B RAER, BPHRAE
TEHT B B 2 AR R FE AR B, T BB A RRLAR A0 1 e
RPN UEKYE . 50k, BRAVESEA ) LATFIARFR
KRR EER TN R, RAXREL CLE M FQ-
RT-PCR #ll PCA3 mRNA. o- BRI A ek
HK(AMACR) mRNAFIHT 51 i St Bt R 2R X (PSA)
mRNA [ /5%, BF57 PCA3. AMACR 1 PSA R K7
N KT FI IR R B R BL—G ) LAT 51 IR 4 41
MIRIEER, A —5 T fRIX Le B R Rk R 4L
A2 ThREHT T HEAt .

1 MRS R®

1.1 #4%

L1l Arat g 18 Bl JLATHIIRA LI B A
Ar-FHSE M T RIEE R T, Hd 13~17 & 561,
18~21 J& 10 #i, 22~25 f& 3 . M ARTHIIRAR
BT A A BB WR R R 4L, Hooh BPH 41
27 B, S8 51~83 %, 35 70 %7, PCa 4 15 f, Fild
53~80 %, ¥ 70 5. bRAHL kiR A AR
T, ARREEREZCHEE R HE, TE2R

MNEEKBBMERE.
.12 EZE2RXAFE  BRNAHEBLHEWE
TaKaRa A 7], cDNA 3 —#& i1 &% B Fermentas
/~#), Taqman Universal PCR Master Mix #l
ABI7000PCR {1 H ABL 2 A .
1.2 A&
12.1 ##AERNARIKRAcDNAS AR  (1)ERNA
$REL %M TaKaRa & RNA 3R 77 & i B 532 H
S RNA, FIDU® 800 %1% 443 ¥ % BE SR W FE 7k B
“iFE .

(2) DNAA A R AR & i 8 kAT,
SR NARFR 20 pl, BL2 pl A FRGEERN.
1.22 FQ-RT-PCR##| (1) PCA3 mRNAFH 4R
#% GenBank Y% ] PCA3 mRNA (AF103907) 14 /%
Hl, 7€ PCA3 %4 BF 1 1 3 Z (88— %45 [ 4 A
BE: L5 Y: 5-TGGTGGGAAGGACCTGATGA-
3, P39 5-TGTGTGGCCTCAGATGGTAAAGT-
3", 4t 5' (FAM)-ACAGAGGTGAGAAATAA-(MGB)
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(2) AMACR mRNA 1] #R¥E GenBank Y% )
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AMACR mRNA (NMO014324) )4 /F%, £ AMACR %
B4 & F 2 f13 Z At 51 mERE: EiF519:
5'-CGGTTAGCTGGCCACGA-3', F#54: 5'-
GCATACGGATTCTCACCACTTCT-3"; #&4f: §'
(FAM)-CTTTGTCAGGTGTTCTC-(MGB)3'. F=4)
K 83 bp. BAESHE IR,

(3) PSA mRNA R #ll  #R#E GenBank (% #] PSA
mRNA (M26663)i4 7%, 7£ PSA K487 2 f13
Z w5 R S Y: 5'-GCCCACTGC-
ATCAGGAACAA-3, Fij#5|9: 5-GCTGTGGCTGAC-
CTGAAATACC-3'; %4t: 5'(FAM)-AGGCTGTGCCGA-
CCCAGCAAGATC-(TAMRA)3'. =¥+ & 96 bp.
BARS % SRS W T v .

(4) GAPDH mRNA ¥rfll L3 1¥: 5'-
AACAGCCTCAAGATCATCAGCA-3', Fis514: 5'-
CATGAGTCCTTCCACGATACCA-3', X FISYBR Green
FiER .

PL_E S| A#REr H Primer 5.0 #A4F ¥, B L
ERAEYA WA [ & SR
1.2.3 #wg R PCA3. AMACR. PSA
HEFRIEES L PCA3 mRNA/GAPDH mRNA .
AMACR mRNA/GAPDH mRNA F1 PSA mRNA/
GAPDH mRNA 7R, 2 kg d. FRAT
& TR, FriafdEysril 1 000.

124 %itFa4 K SPSS 12.0 St 1+
B2 mMENA, LREERUPAEM) Py-Prs K
R, ZREA SR A Kruskal-Wallis H 56, #3h 7 A

2t 8K F Mann-Whitney U £ 5; »

2 $#R
2.1 FRFEIR4#ELE PCA3 mRNA. AMACR mRNA
#1PSA mRNA E BT

18 BlfG JLATFI IR A R bR A R I E| PCA3
mRNA &L, 13~17 A4, 18~21 A, 22~25
FA4H ] AMACR mRNA & &H &M %E R (P=0.01),
BESHI#EN. AELRAMBEHELLES, 13~17
A5 HABPIHAMACR mRNAS BH B &t =R
(P<0.05), 15 18~21 A A M 22~25 4 ) AMACR
mRNA Z B LG22 Z R (P>0.05). 13~17 A4,
18~21 4. 22~25 FA4HK PSA mRNA 5B EEE
HZE R (P>0.05). R NE 1.
2.2 A FETFIRELE PCA3 mRNA. AMACR
mRNA F1 PSA mRNA §E09%T 1L

18 Bl iR JLET B R A RAR AR I R KB 2] PCA3
mRNA ) 3iE; 7£ BPH 41 27 5| F1 PCa 41 15 il b4
YRy %] PCA3 mRNA HI3RIE, H PCA3 mRNA & &
B EENZERP=0.000), RESRITERX. EHRIL
¥R . BPH A PCa A F KM B AMACR
mRNA. PSA mRNA {j&1&, H AMACR mRNA,
PSA mRNA & &6 BEM % 7(P=0.000). IFE
A PRI LR, AT 4A 2 9] AMACR mRNA .
PSA mRNA {1 & B H#HH B&EMHZE R (P<0.05), 7 BIf
JUETHMR4H. BPH 1. PCa#l AMACR mRNA. PSA
mRNA PIEBEKREE. dRNKR2 E 1,

Table 1 The expression of AMACR mRNA, PSA mRNA in different fetal age group (median, P,;-P,;)

Fetal age n The expression of The expression of
AMACR mRNA PSA mRNA
13-17 week 5 1.13 (0.40-9.88)4 * 0.79x1072 (0.05x102-1.25)
18-21 week 10 0.05 (0.02-0.20)" 0.14x1072(0.00-0.82)
22-25 week 3 0.06 (0.01-0.31) 0.88x1072(0.00-0.03)

A P=0.02, compared with 18—21 week group; *P=0.04, compared with 22—25 week group; ¥ P>0.05, compared with 22-25 week group; P>

0.05, compared with three fetal age group of PSA mRNA.

Table2 The expression of PCA3 mRNA, AMACR mRNA, PSA mRNA in fetal prostate group, BPH group and PCa group (median,

Pys-Py)
Group n The expression of The expression of The expression of
PCA3 mRNA AMACR mRNA PSA mRNA
Fetal prostate 18 Under detect 0.05 (0.00-0.20)*4 0.05x1071 (0.00-0.07)" *
BPH 27 0.06 (0.03-0.36)" 0.91 (0.47-1.72)" 103.66 (23.52-251.74)4
PCa 15 20.47 (4.52-130.31) 10.17 (3.15-40.67) 554.78 (174.34-946.06)

® p=0.000, compared with PCa group; 4 P=0.000, compared with BPH group; *P=0.000, compared with PCa group; ¥ P=0.000,compared
with PCa group; * P=0.000, compared with BPH group; * P=0.000, compared with PCa group; ¥ P=0.000, compared with PCa group.
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Fig.1 The expression of PCA3 mRNA in fetal prostate group, BPH group and PCa group
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RSB R — R R RN, W AisfE . W
WAL F R, R+ oHiE -0,
Wi A AT LA o) /T B R o KPR T, AR T
JURRT 31 AR &4, 10 PCA3 -3, AMACR M1-141
PSA 9%, EAIRE —ADIEFMRE S, BITERT 5
MBERENKREEEEZ.

i 928 R s M pL AR IR ) R SR AR R A AERG B A
BAME BRI, BERG )L H A T #TS 1& e
oy, BRI EEREm, A2 REREN, &
fERNIAR—L <SP B RBUE, M A S
WXL G . BRLAMER K. EALRF, &
EPET B ILRTFIBRAR AAE ) B F N 5, Al
PCA3. AMACR. PSA R:R7ENEATHIR R E HIHF
PRI BRAIENE I, SR R 71X S8Rl A S (R Rk 145
B R 75 2400 P8 R G PR B IR AR C 4

Kl g5 B eh, AMACR. PSA J:IKITERG JLAT S AR
47, BPH 4143 PCa HER R ¥FRIE, H AMACR %
HTE 13~17 A MELEEHET T 18~21 F4
F122~25 A, $-75 AMACR R8N 2606 JLAT 51 iR
RE SRR —FRE R TBE, B AMACR 2K 7]
e EELENR ) LATHI IR B B B i B A I R E
A, 2T R)LRTSIR R & PR, B RRIARSS, 76
BB AR & A g i, AMACR 3R ERIiE . Rk
XBUF MBI HEDUREAR Y . PSA ZERTEARF
AW AT FI R LU ) PSA mRNA RIEBEAHER
], IR ixEEERILAFIRERK. KERKES
I AT RE AR AL T RIBIRE, FEAGILETFI IR B (R

SRR A A T EERVER . PSA 2EF7E PCa Al
L3t dE e R, TRREXAE X,

PCA3 £[N £ Bussemakers Wit Z R BN
PCR 3 #1i2: R IL I PCafF T AR 104, 75 PCa ZA4R
ERIk, 7E 1% T8 IR MIBPHAL 2 rh AR (R Rk Bk L
1B, fERTFI RSN A LM R FIIARE., &
LR, 18 BIMRILETHIR AR RN S| PCA3
mRNA. 5 PSA. AMACR XML, PCA3 Z A
TERRILATFI IR BRI, 1878 PCA3 EERTERT S IR
Fiehged A A I AR P py i B B ) A 6 ARSI E L AT
Beft T AMACR F1 PSA 3£[H,

F4h, LERI AMACR mRNA 5256, ZEfG )L
BIFIARA 2. BPH A4 Al PCa A4 RIL BKIKF
15, PCa #4871 AMACR mRNA ik &AL B )L
AHIRA LU BPHALZ /3 5 FH T T 2027511045, J5
EFRMEES Luo FUIE R —3. 7AW PSA
mRNA S5, BEILRTFURA L. B BPH 4148
I PCa AR EWKIKAE . EAME PCA3
mRNA %4, PCa 41414 BPH 441 PCA3 mRNA &
RPN TR T 340 5. PCa. BPHRIAEE
F4E B Y Hessels 25161 Tinzl ZFUM 4R 0E 45 R — 2.

PCA3. AMACR F1 PSA EPFIfE NZERi 5 B3 4E
K. RE#HESPHIARERE RS =FEE AR
FIREEE. ERTS R MR B ThRERF R AU+, B
VF, I LR EELEBRATEARIRLITFIR K B1X—
FTF—RI1, fE LAJG XX e 5 PR ek s HL il A A=
PIEINREMA R — R R R
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Expression of PCA3 Gene in Prostate Tissue Development

Yan-Bo Zheng?, Wang-Qiang Hu, Fei Guo, Zhi-Hua Tao*, Mo Shen, Zhan-Guo Chen, Wu Zhou, Mei-Jie Dai
(Center for Clinical Laboratory Diagnosis, the First Affiliated Hospital of Wenzhou Medical College, Wenzhou 325000, China)

Abstract To study the expression of PCA3 gene in prostate tissue development. We used real-time
fluorescent quantitative reverse transcription polymerase chain reaction (FQ-RT-PCR) method to detect the expres-
sion of PCA3 mRNA, AMACR mRNA and PSA mRNA in 18 fetal prostate tissues, 27 benign prostate hypertrophy
(BPH) tissues and 15 prostate cancer (PCa) tissues. Results showed that no PCA3 mRNA was detected in fetal
prostate group. Among 13—17 weeks group, 18-21 weeks group and 22-25 weeks group the expression of PSA
mRNA had no statistical significance (P>0.05) and the expression of AMACR mRNA had statistical significance
(P<0.05), however, it was statisticaly insignificant between 18—21 weeks group and 22-25 weeks group (P>0.05).
The expression of AMACR mRNA and PSA mRNA in fetal prostate group, BPH group and PCa group gradually
increasing, and the difference among them had statistical significance (P<0.05). The results suggested that PCA3
gene may be an important regulatory gene in prostate cancer. Furthermore, AMACR and PSA gene express in
embryonic tissue and only over-express in prostate cancer.
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