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Fig.1 Model showing the effect of auxin on gibberellin (GA)
biosynthesis in pea stems'®
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Fig.2 Important steps involved in the GA /ABA crosstalk in
regulating a-amylases expression and related events in
cereal aleurone cells ¥
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Interactions between Phytohormone Signals

Jing Yuan, Qiao-Mei Wang*, Hai-Feng Zhang
( Department of Horticulture, the State Agriculture Ministry Laboratory of Horticultural Plant Growth, Development &
Biotechnology, Zhejiang University, Hangzhou 310029, China )

Abstract The interactions between phytohormnes are essential for normal plant development. There are
numerous examples of synergy, antagonism, and casual relationships among the plant hormone signaling pathways,
which are related to the regulation of plant development and the response to environmental cues. The interactions
between phytohormone signals have become a model system for studying the action mechanism of complex signal-
ing network in plant cells. The interactions between phytohormones at the level of biosynthesis, metabolism, trans-
portation and signal transduction pathway were reviewed in this paper.
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