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CD26 dimer

A RIAE BT ILRINA R . MERS-RBD UL 26 15 77 5 CD26 5> AHILAF M, (A 4513 SARS-CoVIf) Z fKhACE2; B: MERS-RBD5CD26{ 5 £
Wi iR S5 . CD26LA —SRARTE S AE ¢ T- 4 4 1fil, MERS-RBD%S 15 T-CD2643 - (M1 I3, JE LUTE I 53 1 454 o

A: an SPR assay. MERS-RBD can specifically bind to CD26, but not to the SARS-CoV receptor ACE2, with high affinity; B: the complex structure
between MERS-RBD and CD26. CD26 is present on the cell surface as homodimers. MERS-RBD locates at the distal-tip of the receptor dimer, forming

an overall “U”-shaped structure.

Ell MERS-CoV 578 % k4 FCD26#IH EE AHFE(IRYE S % SCHK (2311830
Fig.1 Characterization of the interaction between MERS-CoV and its cellular

receptor CD26 (modified from reference [23])
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