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A: a ribbon representation of the structure of the folate ECF transporter viewed in parallel to the membrane. FolT, EcfT, EcfA and EcfA’ are labeled

and colored light blue, yellow (CH2 and CH3 are magenta), gold and grey, respectively; B: FolT, EcfA and EcfA’ shown as a surface model in the same

orientation as in A. The possible folate-binding pocket is indicated.
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Fig.1 Overall structure of the folate ECF transporter(modified from reference [18])
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