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Abstract

development of molecular bio-technology and research, the regulation mechanism of anthocyanins has become

Anthocyanins are main determinants of plant flower colors. In recent years, with rapid

increasingly clear. In order to provide theoretical reference for flower color improving, this review describes
regulation mechanism about biosynthesis of anthocyanins, modification of anthocyanidins, co-pigments, vacuole
pH value, metal ions and transcription factors.
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ions; transcription regulation

et 2 1 B B R o O T R R AR
—, e B & B W B E A R o
B AN, FEEIEAE M G] B A Bk AR
EMEH . 167 & T (anthocyanins) & W € 48 (0 [ F
BR, iR A, G, 4t KA
EEBERTE R, HAUHE T2 m ik &8 75
XA

AR, 2 AR e e R I e T
Iz BERURE, e R B R B2 IR

ks H 8 2013-01-09 B2 H 1 2013-02-22

JUANBIERIGIEE: OEE =T REDE R )
HERE T, QBIEER; @e)E&E T FEEH;
G pHIE. 4k, Fes A7 iR B & 5]
R, WA T AL RE RIS HLELRE S A
MBRED A BARBAT I O R IR BRI YR, &
SOMAET R H R RSO FUd AT T 2518

1 RERENEYEK
FUTT, 167 A O 15 T 2 B 0 L

AR AR K T AL H (LS 010NZ0003) AR 22 44 ARk A7 e A 61537 [ B\ s RHIEITH (L7l 5 : CXTD2011-20) B B ) i

HEWSEE . Tel: 0591-87586106, E-mail: pudang12@yahoo.com.cn

Received: January 9, 2013 Accepted: February 22,2013

This work was supported by the Science and Technology Major Project of Fujian Province (Grant No.2010NZ0003) and Technology Innovation by Fujian Acad-

emy of Agricultural Science (Grant No.CXTD2011)

*Corresponding author. Tel: +86-591-87586106, E-mail: pudang12@yahoo.com.cn
URL: http://www.cnki.net/kcms/detail/31.2035.Q.20130411.1703.002.html

X 2 % FE ) 18] : 2013-04-11 17:03



742

CHS
Phenylalanine = Coumaroyl-CoA
3xmalonyl-CoA

(Flavanone, colorless)

THC4GT AS

Tetrahydroxychalcone =% =——P®Aurcusidin 6-glucosidc
(Chalcone, yellow)

(Aurone, yellow)

l CHI

Naringenin FNS Apigenin

(Flavone, colorless, co-pigment)

F3H

Dihydroquercetin F3'H Dihydrokaempferol
4_

F3'S'H  Dihydromyricetin
DHK > DHM
| (Dihydroflavonols) |

Flavonols
(Colorless, co-pigment)

DFR lDFR

E Cyanidin Pelargonidin Delphinidin 1
1 (Red/magenta) (Orange/intense red) (Violet/blue) :
oo (Anthogyaniding) _____|.______!
¢ GT, AT, MT
Anthocyanins

CHS: & -l & i, CHL: 75 B 54418, F3H: 3 ei-3- 5L (L, F3/

I JRE; ANS: JE75 3 A BllE; FLS: 38 B & BE; FNS: S & i

fig; AT: BEELEEFENG, MT: FHILHE R .
CHS: chalcone synthase; CHI: chalcone isomerase; F3H: flavanone 3-hy
DFR: dihydroflavonol 4-reductase; ANS: anthocyanidin synthase; FLS:

H: KB -3 32 Fe AL B, F3'S'H: 2K 36 R-3",5- 3236 AL, DFR: — 2 i E-4-
THCA'GT: VU Ay H A4 - Bt AL AL, AS: BEERG R GT: HipE R

droxylase; F3'H: flavoniod 3'-hydroxylase; F3'5'H: flavoniod 3',5"-hydroxylase;
flavonol synthase; FNS: flavone synthase; THC4'GT: tetrahydroxychalcone 4'-

glucosyltransferase; AS: aureusidin synthase; GT: glucosyltransferase; AT: acyltransferase; MT: methyltransferase.
Bl EFZEEMERERE
Fig.1 The biosynthesis of anthocyanins
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MR RSEL FESKRETR RE AR DY ER
(Malus xdomestica) MYB10 g il 45 [X 1) B 2H Ge B0
T = WA, A et fr, F H AR ST nff .
B FIESE, XM EA A T AR, I H
XA B BRI A R T4 SIMYBI0) ¥ 5 7K T,
AT R E A RPY,

4% 7 bHLHFIR2R3-MYBZE # % [ T-4b, I8
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RN FEAT T — L TR . WFSC RN, F3H
FIF3'5HEE DR 16 6 35 B 0 48 A IR (B, 59
YOpHAE % . 45 I B T2 WG S5 B (000 Pl (0O 50
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