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RFAEAIT H Nature Methods2=:E b 13X —Hff
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) FH B 48 1% I i 0 265 DR A b A7 A o 1) 50 18
WU T B D 4T B 284K J5TURL (donor plasmids) ) 1%
FE, E S5 AT T AT AP 11200~800 bpt SE (1) [F]
J5RE o BRI, (R 20 BRI L R T R g A L, JBORLAE
FURREAREAR 7, R R e/ i ] o, AR 75 2L I

IR 2 he o 8 N T B ) B M A T A% T IR
(single-stranded oligodeoxynucleotides, ssODNs){: 24
SEDHTREAUA I 1, R BT RRCRA B RAIE, & 1AL
BV B R T, BB RS S T 7L
RN TER, M BEHE IR AN & 4038 T8 Fi5 A% TR g 4
AREJFEPRFTH T Bz S0, fEE RN Tk
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PR A AT SR AR AT T IR 20K N ik A
FAH N AAVSIAT 15 [f)ssODNs AAVS1-95 (%1 795K
INEH IR T K D SERL TR v B, 1EAAVSINE
ZEND)RILL g4 5 I NBRENE N VIl Hind T tEHind
LTI DA 5 1) R ) 25 A 24940 bp K 11 [ Y57 41 . H
WG BB SR T R AT 6 R AL F T, DA G (1) 4 i
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HANMEESMMAETAGK fEHdt— e T
sSODNsH i/ [R15 7 51 IS BE, >4 P A1) [R] 357 1)
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WEAb, V208 I B0 24 ssODNs (25 7 24407 550 (7] B 128
0.1~1 Kb, A& WA 2 AF ] (1) [F] U5 S 2 A4, 9752
HAssODNsAH b T4 T $E B A TORL, FAT 5 i () 23
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FK AL ZFNs.
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Deleted segment

ZFN cut site
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s V8 SCUE WY ) P B o 48 55 4% IR (ssODNis) AU F
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