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ERBB(5 518 it 7 G4 5L K L9878 47%; C: ERBBfE 5

TR T SRR N (n=21) AR A AE I B 2K T AR A5 N (n=36).

A: shown are the mutation status of genes of the ERBB pathway in the 21 gallbladder carcinoma (GBC) that carry at least 1 non-silent mutation.
Mutations in the ERBB family are mutually exclusive; B: the key genes of the ERBB signaling pathway with mutation frequencies in GBC are shown; C:
cases with mutations in the ERBB pathway (7=21) demonstrate worse overall survival than cases without mutations in the ERBB signaling pathway (n=36).
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Fig.1 Somatic mutations of the ERBB signaling pathway in GBC
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SOS2yrr, IL R I 1374 AE VTR R AL (K 1A E]1B).
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